Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.056; wR factor = 0.167; data-to-parameter ratio = 15.7.
In the crystal structure of the title compound, C 6 H 7 NÁ-CH 4 N 2 O, the 2-methylpyridine and urea molecules are linked via N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds, forming ribbons extending along the a axis. The dihedral angle between the 2-methylpyridine and urea mean planes is 89.09 (9) . The methyl group shows rotational disorder wherein the H atoms are located over two sets of sites with equal occupancies. Table 1 Hydrogen-bond geometry (Å , ). 
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Comment
The crystal structure of the title compound (Fig. 1) consists of a 2-methylpyridine and a urea molecules. The urea molecules are mutually bonded by pair of N-H···O hydrogen bonds and form infinite chains along the a-axis (Fig. 2) . The molecules of 2-methylpyridine are connected by its N1-atom to the urea molecules via both amino groups resulting in N-H···N type hydrogen bonds. The mean-planes angle between the planes of 2-methylpyridine and urea is 89.09 (9) 
Experimental
The compound was purchased from Sigma-Aldrich and used as supplied. A single-crystal sample of the 1/1 clathrate was recrystallized from a saturated solution of urea in 2-methylpyridine by isothermal solvent evaporation at room temperature (298 K).
Refinement
All H atoms bonded to C atoms were placed in calculated positions and refined as riding, with C-H = 0.93-0.96Å with U iso (H) = 1.2-1.5 U eq (C). The H atoms of amino group were located from a difference Fourier map and refined freely with U iso (H) = 1.2U eq (N). Figures   Fig. 1 . The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. H atoms are presented as small spheres of arbitrary radius. 
